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Figure lA 




A E ? ? L r ? :: I V E : 



G G ^ \' Y V T R R G T \' '/ V ? G S L I 



6: 



3 01 TGGCGGATGTTC AGGGAGGAGGAGCGGGAGGAGGTGGGCGGGGAGAGGAAAGGGGGGTTG 3 -5 0 
61 V; R M F T Q Q g P Q E L A ?: D S K G R F 8 0 



3 61 TGTCTGGACCGGGAGGGGTTCG1 
:?1FGDRDGFL 



:ttgggctacatcgtggattaggtgggggagttgcag 4 2 0 

F R Y I :j Y G R D G Q 10 0 



421 GTGGTGGTGGCCGAGTAGTTGGCGGAGGGGAGGGGGGTGGAGGGGGAGGGCGAGTAGTTG 4 0 

101 L V L ? G Y F ? E R S R L Q R F A E Y F 12C 

4? 1 G?^GCT3CCAG^-::;CTCGTGCGCCGCCTCGGG3CGCCCCAGCAGCCCGGCCCGGGGCCGCCG 5 4 0 

121 E L ? E L V R R L G A P Q Q P G ? G ? P 14 0 

541 GCGTGGGGGGGGGGGGTGCAGAAGGAGGGCTGGCTGGGTGAGGAGGTGGTGGGGGTTGGG 6 0 0 

141 P S R R G V H K E G S L G l^ S L L. P L G 160 



6 C 1 TAGTGGGAGGGGGAAGAGGAGGAGGGGGCGTGTGCGGGGGCGGGGTC GGGGAGGGTGGAG 6 6 0 

:6:ysepfqcegasa g apsptge i^^o 



_ - ^'.^ 1 J-^.:.:) 1 „. ...7 ^ „ .... -.jr ^ „ ^ ^ ^ , 

jTV S P S G '..J ri. A 



P s 



721 GT': 



r'sjr^— - _ '.jr'.jr .'.j;! 1 G'-t .. G O ^ . . , j ^ .jG - /-lC*-v . 

ggsrrs::;yi 



1 G G A 1 '2 2^ G 2^ T A 2' G G G G G 2 T G G T A. G A G G A ^ 2 7 0 
IGYRGSYTI 220 



J7 j: .r . T .7 r/'- : . 7 . . ,? .t . .7 .. .7 „ ... 



y. 2 



7.-'. 7_r* '**__7j:. 



. ._• _ _ _7 _r ~". _ _ _ .. . 



D()121 NP 




Figure IB 
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Figure 2A 
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Figure 2B 
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Figure 3 
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Figure 4. 
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